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SUMMARY  The study of the spread of pandemics, including COVID-
19, is an emerging concern to promote self-care management through social
distancing, using state-of-the-art tools and technologies. Existing technolo-
gies provide many opportunities to acquire and process large volumes of data
to monitor user activities from various perspectives. However, determining
disease hotspots remains an open challenge considering user activities and
interactions; providing related recommendations to susceptible individuals
requires attention. In this article, we propose an approach to determine
disease hotspots by modeling users’ activities from both cyber- and real-
world spaces. Our approach uniquely connects cyber- and physical-world
activities to predict hazardous regions. The availability of such an exciting
data set is a non-trivial task; therefore, we produce the data set with much
hard work and release it to the broader research community to facilitate
further research findings. Once the data set is generated, we model it as
a directed multi-attributed and weighted graph to apply classical machine
learning and graph neural networks for prediction purposes. Our contribu-
tion includes mapping user events from cyber- and physical-world aspects,
knowledge extraction, dataset generation, and reasoning at various levels.
Within our unique graph model, numerous elements of lifestyle parameters
are measured and processed to gain deep insight into a person’s status. As a
result, the proposed solution enables the authorities of any pandemic, such
as COVID-19, to monitor and take measurable actions to prevent the spread
of such a disease and keep the public informed of the probability of catching
1t.

key words:  Pandemic, COVID-19, Graph Neural Networks, Disease
Hotspots, Social Mobility

1. Introduction

Our world has recently witnessed the COVID-19 pandemic,
which has affected many aspects of life, including human
health, trade, mobility, and the economy [1]. Many coun-
tries around the world were affected, where almost 95 mil-
lion people were reported to be COVID-19 positive; among
them, 2.4 million are dead, and approximately 68 million
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recovered from this disease without any authentic vaccine
[2]. Common symptoms among affected people include
fever, coughing, shortness of breath, and loss of smell and
taste, which can cause failure of different body organs such
as the lungs and kidneys. It is most active and contagious
in the first three days when a person shows symptoms [3].
Symptoms usually appear in the first five days, ranging from
two to fourteen. The virus typically spreads among people
through physical contact, coughing, breathing, and sneezing
[3]. However, understanding the spread of such a disease is
not trivial due to limited information about people’s mobility
and interaction patterns.

Experts and scientists are fighting to minimize the dev-
astating impact of COVID-19 on humans and economy. Ar-
tificial intelligence (AI) experts are working on several fronts
such as the processing of X-rays of patients with COVID-
19 to determine differences from already existing diseases
[4]1[5], monitoring and controlling its spread in various lo-
calities [3] [6] [7] [8] [9] [10], effects on mental health [11]
[12] [13], and prediction and identification of infected ar-
eas [1][2][14][15][16][17][18] to name a few. Research is
expanding due to data availability, and Al algorithms are
data-hungry for accurate predictions and trend analysis. In-
formation about COVID-19 in the cyber world from social
networks is increasing rapidly while being unstructured and
in various formats [6]. Data dynamics vary rapidly, and
extracting the desired information is a challenging task [3].
The real-world facts associated with the disease, such as
location, temperature, population, age distribution, number
of infected and recovered cases, death rate, and similar [1],
are easily available on various websites and newspapers in
almost every region, that is, at the country level. However,
extracting such data at the city or subregion level is difficult
[7].

Despite the scarcity of fine-granular data, many re-
searchers proposed techniques for the prediction and identi-
fication of hotspots using cyberworld information [3] [2] or
completely relying on real-world facts [15] [10] [17]. For ex-
ample, using NLP techniques, the authors of [3] used tweets
to collect information on the location of people infected with
COVID-19. Another study [2] uses mobile phone data to
track people’s mobility to predict mobility hotspots. In this
way, they used real-world facts as features (such as geog-
raphy, weather, and quantitative trends of COVID-19) for
hotspot prediction using the K-nearest neighbor (KNN) ap-
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proach. However, the authors in [15] and [10] statistically
evaluated the geospatial characteristics extracted from real-
world facts for disease hotspot analysis. The trends in distri-
bution and the number of COVID-19 hotspot counties in the
United States were identified in [17] by the Centers for Dis-
ease Control and Prevention (CDC) using factual data. In a
relevant study [7], the authors identified dangerous spots us-
ing a time series forecasting model based on data from daily
reported cases from government authorities. Most of these
studies are based on facts from the real world, and these
works lack identification of the origin of the spread [14],
where knowing the location of infected people is a bottle-
neck. Therefore, accurately predicting COVID-19 hotspots
is challenging when considering patient mobility and locality
information where the number of cases is increasing.

To overcome the aforementioned issues, we present a
novel approach to predict disease hotspots using data from
the cyber and physical worlds with the help of graph con-
volutional networks. We understand that data about the
disease from both worlds, i.e., cyber-world information and
real-world facts, are complementary to present an enhanced
and holistic view. We perform rigorous data preprocessing
to aggregate and establish a relationship between them. The
intention behind aggregating the information of both types is
to get the best of both worlds, since some of the features avail-
able in the cyber world do not exist (or are hard to obtain) in
the data of the physical world and vice versa. We model data
in the form of a directed multi-attributed weighted graph. In
our modeling, a node represents a location, whereas an edge
and its direction represent the mobility of people between two
regions. The additional information of a particular locality
(e.g., reported cases, temperature, population density, etc.)
is associated with the corresponding node in our graph. The
resultant snapshot of the graph database serves as an input
to Graph Convolutional Networks (GCN) for the prediction
of hotspots. The significant contributions of this paper are
as follows.

* We acquire and pre-process the raw data from the cyber
and physical worlds to not only analyze the mobility
patterns of people in a particular region but also under-
stand the spread of disease through COVID-19 reported
cases in that region.

* We release our data set to serve the wider research com-
munity, enabling more versatile and extensive research.

* We present a unique data modeling strategy to aggregate
and integrate logically related COVID-19 data to pre-
dict hotspots. Our approach initially aggregates data
for cyber-world information and real-world facts at a
particular granularity level. Then, it integrates it as a
directed multi-attributed weighted graph, where local-
ity information plays a pivotal role in this process. The
motivation is to collect detailed information about our
subject of interest since data from a single source do
not contain all the required information.

e We predict the hotspots in a particular region at fine
granularity (e.g., subregion or subdistrict) using classi-
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cal machine learning and graph-convolutional networks
(GCN). In contrast to existing approaches, our trained
models identify possible infected subregions even in
the absence of previously reported cases. Based on
mobility patterns, GCN helps propagate the effect of
spreading disease to neighboring regions.

2. Related Works

Identifying the infected region is essential in controlling the
spread of diseases such as Coronavirus (COVID-19). The
information required for the above-mentioned purpose is cru-
cial for an effective strategy. Therefore, in this section, we
highlight existing studies in the literature related to acquiring
and modeling helpful information and different vital strate-
gies to use this information in the detection and mobility
recommendations of hazards for susceptible individuals.

2.1 COVID-19 Data Acquisition and Modeling

Information related to COVID-19 is generally complex and
difficult to obtain due to limited availability and privacy
concerns. However, researchers have used public platforms
such as the Web and social networks such as Twitter (now
known as X) and Facebook to obtain related information,
which is not trivial and requires an effective strategy. It
is expected to obtain the stream of filtered tweets and pre-
process those tweets into a consolidated valuable information
repository of COVID-19 [19] [20] [21]. The authors in [19]
proposed 900 different keywords related to COVID-19 to
fetch tweets from the Twitter repository using different APIs
such as Tweepy and various search APIs. The data fetched
had 524 million records of multilingual tweets spanning 90
days, most of which were in English. Each tweet contains the
tweeted text, geo-coordinates, and user account information,
whereas most tweets lack location information. The authors
used the gazetteer-based approach [19] in the name entity
recognition system to determine the location information
from the tweet’s text. The accuracy of the tweet’s location
is still low because the tweet content mostly talks about
other locations while accumulating noisy data based on 900
keywords.

Similarly, the authors in [20][21] prepared a COVID-19
data set based on Twitter tweets for the research commu-
nity. In [20], they used the tweepy API, the streaming API,
and the search API with different keywords to collect past
multilingual tweets related to COVID-19. They fetched ap-
proximately 123 million tweets, of which almost 60% were
in English. The authors aimed to extract vital information
from tweets, such as finding areas where COVID-19 patients
are increasing in number and their spread according to avail-
able location information. The approach used resulted in
gathering tweets with rumors, talks, or assumptions.

On a similar note, the authors in [22][23] collect, an-
alyze and track COVID-19 trends in different regions of
the world. They developed an Amazon Web service-based
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tracker[22], which collects data into data lake (that can hold
structured, semi-structured, unstructured, and binary data)
and displays them through dashboards. The data is auto-
matically updated every 15 minutes using a Python script.
They have used the Susceptible Exposed Infectious Recov-
ered (SEIR) predictive model to show the trend of COVID-
19 within and outside China. Visual representation of the
data collected from authentic repositories dramatically helps
to understand the trends of COVID-19. Identifying haz-
ard areas of such a visual analysis at the acceptable level is
challenging due to inaccessibility or limited knowledge of
the location information. Data aggregation to preserve user
privacy is one of the root causes of this restricted analysis.
For this purpose, the authors in [23] use aggregated data
from the Facebook social network to understand the spread
of COVID-19 based on social interactions. The data suggest
the regions with more social ties are prone to be hotspots
since the social network has these relationships based on the
aggregated movement of people from one region to another,
the population density, and estimated income, hence useful
to predict the spread of COVID-19.

Information about the reported cases of COVID-19 pa-
tients [24], also known as real-world facts, plays a crucial
role in understanding and controlling the spread of this dis-
ease by authorities around the world. Therefore, many local
(e.g., KCDC [25], NIH [26]) and international health orga-
nizations (e.g., WHO [27]) have maintained aggregated in-
formation on infection-reported cases for various purposes,
which is publicly accessible on different platforms such as
daily infection reports [28] [29][30][31]. The research com-
munity has also used additional information, such as pop-
ulation density[32], mobility [33][34] and weather forecast
[35] to improve the precision of their proposed systems to
predict possible infectious areas [1].

2.2 Predictions and Trend Analysis of COVID-19 using
Machine Learning

Recommending places of interest to travelers based on
friendships on location-based social networks is a useful
approach [36][37]. However, determining whether a place
to visit is safe is challenging, especially during any pan-
demic. In this regard, [1] developed a warning system to
predict the hazardous areas where there is a chance of an
outbreak of viruses. The authors scrapped data from various
authentic sources and used KNN’s classification to identify
hazardous areas. They extracted features from data based
on geographical, demographic, and temporal features. The
geographical area is divided from 1 to 5, where 1 to 3 have
a lower chance of an outbreak, while the areas with scales 4
and 5 are the main hotspots. The formulation task involves
labeling the specific location / with associated characteristics
x as “in hazard” (y=1) or “not in hazard” (y=0) as a simple
binary classification. According to this study, demographic
and geographical characteristics have stronger contributions
because they are closely related to disease transmission.
The authors of [15] statistically evaluated geospatial

characteristics to understand the spread and dynamics of the
disease for hotspot analysis. The authors modeled the vulner-
ability zoning of COVID-19 using the weighted sum method
based on the analytical hierarchy process (AHP-WSM) ap-
proach. Spatial-temporal hotspots were analyzed based on
reported cases. The zone of vulnerability to death was de-
termined based on several factors. The authors of another
similar study [10] identified areas with high intensity of virus
spread using heatmaps. They used one of the well-known
statistical measures, the Moran index, to estimate spatial as-
sociation or spatial autocorrelation among regions and clus-
ter them to identify possible hotspots. The logistic growth
model was also studied with the Moran index to understand
the spread better. Data utilized for this purpose include re-
ported cases captured at the national and provincial level by a
research group at the University of Pretoria. This study also
used demographic data for the population at the provincial
level, such as the number of recoveries and deaths provided
by the National Institute of Communicable Diseases (NICD).
The CDC report [17] also provides trends in the distribution
and number of COVID-19 hotspot counties in the US. Spatial
statistical analysis was performed for similar diseases such
as Malaria [16] and Influenza [18] to understand the distri-
bution patterns of the disease and identify hotspots based on
the collected data.

Predicting the spread of COVID-19 without system-
atic analysis of temporal data is also very interesting but
non-trivial too. Therefore, the authors in [3] predicted the
spread of COVID-19 by designing and analyzing different
deep learning models using time series deep neural networks
and the stacking ensemble technique. For better accuracy,
they collected data from various sources, including mobil-
ity patterns, and used cluster-based training to overcome the
sparsity problem. Their approach can only forecast every
week at the country level due to a lack of information of
finer granularity. In another study [2], the authors presented
a graph neural network (GNN) based approach to predict
the number of cases infected with COVID-19. In this ap-
proach, data at the country level is represented as large spatio-
temporal graphs where nodes reflect the mobility of humans
from one place to another, and the edges show inter-region
connectivity. In [8], the authors designed a system to predict
the situation of the next two days based on digital traces with
mechanical models. They used data from different sources,
including Chinese CDC reports, Internet searches, news and
GLEAM, a daily coronavirus forecaster. The authors in [14]
claim that people’s mobility can alone dictate the risks in-
volved in visiting a particular city; however, the availability
of such data is scarce and makes it an difficult. [9] de-
veloped an Al-inspired technique to predict Coronavirus’s
size, length, and end time. The authors developed modified
stacked autoencoders to be applied in confirmed cases in real
time, where data is collected in two months from the World
Health Organization (WHO) [27]. However, it predicted the
epidemic’s end in April 2020, which was inaccurate due to
limited training data.

Above are some of the most relevant studies to our work,



and we have provided a brief overview of them to present a
broader picture. Below, we further present the summary of
selected related works concerning our proposed approach in
Table 1.
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Table 1: Summary of the Related Works Lx * O =
- - - - * * Data Data Modeling Training and
Article Virtual data  Real world Facts Modeling  Granularity * Preprocessing Prediction
(1] No Yes No City Real World Data
[3] No Yes No Country
[2] No Yes Yes Country (a) Keys stages to solve the problem
[14] Yes No No City
[8] [9] No Yes No Province
[15] No Yes No District 344-767 Jf;\ﬂ 3
[10] No Yes No Province ‘;:.'.‘(‘;? i ) N
[16][18] No Yes No City Business
[17] No Yes No County 233
Proposed  Yes Yes Yes Subregions / / \ <i'3§'(‘:°7“1‘zz§'f

3. Proposed Methodology

This section discusses our proposed approach for detect-
ing disease hotspots. As the related work section shows,
predicting hotspots related to a contagious disease such as
COVID-19 in real life is not trivial due to the lack of relevant
information on site. Therefore, in this study, we develop a
strategy to establish an effective relationship between on-the-
ground data (we call them real-world facts) and information
from cyberspace social networks (i.e., Twitter, Facebook, etc.
We use this relationship to predict disease-related hotspots
as potential threat regions to help limit disease spread. In
this section, we elaborate on data acquisition and prepro-
cessing, data modeling as a disease-centric multi-attributed
directed graph, and multi-attributed directed graph learning
strategy using Graph Convolutional Network (GCN). Our
proposed approach is illustrated in Figure 1, where data is
acquired from cyberspace and physical world. The data is
preprocessed and modeled in a multiattributed directed graph
to establish a relationship between the virtual and physical
worlds through locality information as shared attributes. Al-
though location information is limited and insufficient in the
real world, we uniquely leverage it with cyber-world data to
overcome this issue. Moreover, we trained our graph data on
GCN to extrapolate unknown areas in the real world toward
hotspot detection with limited available information.

3.1 Data Acquisition and Pre-processing

The initial phase of our proposed strategy is to acquire and
preprocess data from cyberspace and the physical world.
Now, we elaborate on the data sources and our pre-processing
strategies.

As the physical-world data, in our case, refers to
COVID-19 reported cases as real-world facts obtained from
the official Institute of Health in South Korea. We chose this

5 Apri
2020 /

arcl
2020

/ start (34,126) \
\ end (35,127)
\ /

(b) Real world and cyber world data as a multi-attributed graph

Fig. 1: Overview of our proposed methodology.

region due to the availability of reported cases with sufficient
granularity and cyberspace data. Their real-world facts data
is publicly available on their official website. For cyberspace
data, we consider Meta’s initiative to collect vital informa-
tion about communities, i.e., Data for Good [38]. We collect
the aggregated data from Meta through the developer’s ac-
count so South Korea can establish an effective relationship.
The details of the datasets used in our approach are discussed
in the Experimental Section.

In the pre-processing stage, we remove all unwanted
information from raw data that has less potential to help
identify hazardous areas. We then aggregate all the data
into a single file using Panda’s data frames. We integrate
multidimensional data based on locality information, that
is, latitude and longitude, and assign labels to 10% of the
data based on assumptions. The rest of the data labels are
determined through context-based filtering.

3.2 Proposed Graph Data Modeling Approach

To learn and consider mobility patterns between locations,
we propose modeling data as a graph. We propose a unique
strategy to model preprocessed data into a disease-centric
multi-attributed graph. This data modeling approach en-
ables us to extract valuable insights about people’s mobility
towards better hotspot identification. We present an example
toy graph in Figure 2, where we represent each node with
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geo coordinates and information, such as reported cases and
population of that locality, as node attributes. Edges or links
between nodes are created if people move between those
coordinates.

To transform the pre-processed data into an aggregated
graph structure, first, we use location and people count as mo-
bility information from social networks to create the nodes.
The data set contains only the end location, and the infor-
mation from people moving to that location is an instance
of the records. We manipulate that information to construct
the source and destination locations and the number of peo-
ple moving between those locations. This way, we create
a link between those location nodes in the graph as a sec-
ond step. The direction of the link specifies the direction
of people’s movement. Since data instances are separated
daily, hence reported cases from COVID-19 are stored for
each day. Therefore, we propose a scheme to aggregate daily
information into a single graph instance.

3.3 Aggregation of multi-attributed directed weighted
graphs

We aggregate all the scattered information obtained from
each day’s data into a single large graph, reflecting recent
and previous insights about people’s mobility and reported
cases. In this way, a single large aggregated graph reflects
recent and previous information. For this, we use weighted
aggregation to generate a single graph from a set of graphs.
Figure 3 demonstrates the said process on a toy graph.

As GCN takes only a single graph and trains a model
on it, we ensure that all the information is provided in a
single aggregated graph to identify the infected areas. Our
proposed multi-attributed graph model contains nodes hav-
ing attributes to incorporate the aforementioned information
and the edges showing mobility information for a single day.
This way, a date-wise timestamped graph is provided as input
to the GCN for training and prediction purposes.

As recent information significantly impacts the predic-
tion compared to older information. So, similar to the idea of
Exponential Moving Average (EMA), a well-known statisti-
cal data analysis measure, we use the weighted aggregation
in a way that if we have records of ten days, then the record
of the first day has the least weight while the record of the
tenth day carries the maximum weight [39]. In addition, we
provide the following two different aggregation scenarios for
the construction of our multi-attributed graph.

3.3.1 Scenario 1: Aggregating graphs having the same
structure

In this scenario, we consider only the nodes along with their
connectivity that exist from the first-day information of the
collected dataset, i.e., using the same network structure for
the entire period. Every node and edge stays in the resultant
aggregated graph for the whole period. Weight information
attached to each edge follows the same principle since the
recent edges hold more impact than the older ones. In this

way, we aggregate data of all the date ranges into a single
aggregated graph, as demonstrated in Figure 3.

3.3.2 Scenario 2: Aggregated graphs with different struc-
tures

In contrast to the previous scenario, this type of aggregation
is more realistic; as the network evolves over time, the ad-
dition and deletion of nodes and edges occur. Hence, we
consider each graph’s present shape to have as many new or
existing nodes and edges as possible. In this way, each graph
to be aggregated may possess a different network structure,
but the resultant aggregated graph contains even a node or
edge, which occurred only once during the entire lifetime of
the data set collection period. Weight information is kept in
the same manner as the previous scenario. We demonstrate
the scenario using Figure 4.

3.4 Multi-Attributed Directed Graph Learning

After obtaining an aggregated multiattributed graph, reflect-
ing the insights and impact of the past information using
scenario 1 or scenario 2, we use it as input to GCN to pre-
dict the hotspots. Although the GCN operates similarly to
any other classification algorithm, it is used to solve graph-
specific prediction problems such as graph classification,
node classification, link prediction, community detection,
graph embedding, and graph generation, among others. In
our case, we aim to identify whether a particular location is
hazardous. In this way, it is a node classification problem
for GCN [40] but for multi-attributed aggregated graph. We
train the GCN using proposed graph-modeling approaches
to predict infected areas as output.

Graph Convolutional Layers (GCLs) are the fundamen-
tal building blocks of Graph Convolutional Networks. They
gather information from neighboring nodes and refine node
features based on these collected data. Typically, a GCL
performs a graph convolution operation, aggregating feature
information from connected nodes and applying a neural net-
work operation like a linear transformation and non-linear
activation. In our model with two hidden layers, each layer
acts as a GCL, processing and updating the input features by
the underlying graph structure.

Fully Connected Layers (FCLs) refine the extracted
features using standard neural network operations after the
graph convolutional layers. Unlike localized connections in
convolutional layers, FCLs establish connections between
every neuron in one layer to every neuron in the next, en-
abling a comprehensive feature transformation. These layers
prepare the learned features for the ultimate task, such as
classification or regression.

Output Layer: The final layer of our GCN delivers
predictions or classifications based on the features learned
by the preceding layers. The GCN will identify and classify
hazardous or nonhazardous areas in this application.
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Fig.2: Structure of a multi-attributed directed graph created using information from social networks and real-world facts as

reported cases.

725 52

1 024_>b

(a) Mobility of people
for a single day

®-0
B

(c) Day 2 Toy Graph

(b) Day 1 Toy Graph

b1+db2:

P ¢

bail+ba2

al+ca

@

(d) Edge Aggregated Graph
for Day 1 and Day 2

Fig.3: Data aggregation scenario for the graphs having the
same structures.

4. Experimental Evaluation

This section presents details of our experiments we per-
formed on the generated data set. We evaluated the results
using precision, F1 score, AUC score, and recall scores.
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Fig.4: Data aggregation scenario for graphs with different
structures.

4.1 Details of Our Dataset

Our proposed solution effectively connects cyber and real-
world facts to identify hazardous areas. The availability of
such a dataset with cyber and real-world facts for each region
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Fig.5: Architecture of GCN

is challenging because users in cyberspace may not have their
data in the physical world and vice versa. To create ease for
further research in this domain and serve a more compre-
hensive research community, we released our data set of 180
days of South Korea with cyber-world and real-world facts.
We understand that this aspect also serves as a useful con-
tribution to our research. The following paragraphs explain
our data collection procedure and its necessary details.

4.1.1 Twitter Dataset for Cyber World Facts

We selected tweets about COVID-19 having location in-
formation from various regions of South Korea. We used
different hashtags to retrieve the required information and
collected approximately 18000 tweets. Some of the useful
attributes in these data are as follows:

e Created at: contains date and time, MM : DD
YYYYHH : MM, on which a tweet is created.

¢ Followers: This contains the number of followers of a
user who tweets.

¢ Friends: This contains the number of friends of a user
who tweets.

¢ Location: It is obtained using the geolocation option.
This attribute is important to divide the tweets location-
wise

e Text: Text or message from a tweet.

e Tweet ID: It is the ID of a tweet. It is useful to obtain
further information from the raw tweets.

4.1.2 Facebook Dataset for Cyber World Facts

We collected Facebook data using a developer account.
Facebook collects aggregated movement information for
users from one place to another and presents the results to its
audience using movement maps. Movement maps illustrate
patterns of movement of groups of people between different
neighborhoods or cities over several hours. These also tell
the people’s density of the regions via the active user’s infor-
mation. Some of the useful attributes include date & time
(time represented by the current map layer), start location
(a region where the movement of the group started), end
location (a region where the movement of the group ended),
length (distance traveled in kilometers), baseline movement
of people ( total number of people who moved from start to
end location, on average, during the weeks before the disas-
ter began), people movement during a crisis (total number

of people who moved from start to end location during the
specified time), the difference (difference between the num-
ber of people who moved from the starting location to the
ending location during the disaster compared to before the
disaster) and standard Z-score (number of standard devia-
tions by which the count of people moving during the crisis
differs from the number of people moving during the base-
line. Any Z score greater than 4 or less than -4 is reduced to
4 or -4).

As this data contain information on the movement of
people from one place to another during the COVID-19 pan-
demic, we show the trends derived by different linear regres-
sion models in Figure 6.
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Fig. 6: Movement trends in different regions. Original refers
to raw data on people’s movement. We also fit various
regression models to our data, including polynomial(4) of
order 4, support vector, and linear regression.

4.1.3 Real-World Facts

Our real-world facts come from the official website of
KCDC (Korea Centers for Disease Control and Prevention) .
KCDC announces the information about COVID-19 quickly
and transparently. The data set is divided into several files
such as Cases (data for COVID-19 infection cases), epi-
demiological data of COVID-19 patients, time series data of
COVID-19 status, location and statistical data of the regions,
weather data of various regions, keyword search trends in
NAVER (most popular search engine in South Korea), data
of floating population in Seoul, South Korea (from SK Tele-
com Big Data Hub), and data of the government policy for
COVID-19 in South Korea. After we get the real-world facts,
we pre-process it to fetch only the required features suitable
for our approach and apply a few linear regression models
on it to understand the trends of the number of COVID-19
in different regions. We visualize the observed trends in
Figure 7 that are helpful in further processing of the data to
identify the hazard areas.

Thttps://www.kdca.go.kr/index.es?sid=a3
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Fig.7: Trend of cases in different Regions.

4.1.4 Combining Cyber World and Physical World Facts

As soon as we finish preparing the data set for both domains,
we establish an effective relationship between these two dif-
ferent independent domains for identifying hazardous areas.
To achieve this, we join these two datasets based on Latitude
and Longitude because these coordinates are the only com-
mon things in both datasets. This way, our dataset is created
after several pre-processing steps.

4.2 Data Labeling for Ground Truth Establishment

Data labeling is one of the most important and important
processes in any classification or regression problem such as
ours to identify hazardous areas. In our data set, all attributes
are independent, and their ranges are also different; that is,
“Number of Confirmed cases” ranges from 0 to 1000 while
the attribute “Temperature” ranges from -10 to 25. There-
fore, we first normalize all attributes on a scale of 0 to 1.
In this way, the lowest value of each attribute is 0, and the
highest value is 1. We then assign weights to each attribute
based on its importance in identifying hazardous areas. At-
tribute like “Confirmed Cases” is vital, so we assign the
highest weight to it. Similarly, travel records of people from
one place to another are also significant attributes because
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people traveling from hazardous areas to other places impact
the spread of the disease. However, since COVID-19 is an
airborne virus through tiny droplets and similar mediums
[41], the wind speed has little impact on our target variable,
so we assign the least weight to it.

Proposed-Phase 1 | Accuracy | F-Score | AUC Score | Precision
KNN 94.59 0.90 0.57 091
SVM 79.15 0.59 0.48 0.50
GBDT 98.41 0.98 0.60 0.95
DT 75.97 0.39 0.54 0.33
NB 52.53 0.66 0.44 0.59
Proposed-Phase 2 | Accuracy | F-Score | AUC Score | Precision
KNN 95.60 0.94 0.56 0.89
SVM 81.46 0.61 0.48 0.49
GBDT 98.20 0.98 0.57 0.96
DT 76.62 0.39 0.53 0.32
NB 52.16 0.66 0.44 0.60
Proposed-Phase 3 | Accuracy | F-Score | AUC Score | Precision
KNN 94.95 091 0.56 0.87
SVM 79.51 0.58 0.47 0.50
GBDT 98.70 0.99 0.57 0.96
DT 76.26 0.39 0.53 0.33
NB 50.14 0.63 0.42 0.57
Previous Work[1] | Accuracy | F-Score | AUC Score | Precision
Phasel-GBDT 78 0.27 - 0.86
Phase2-GBDT 91.77 0.51 - 0.95
Phase3-GBDT 96.2 0.36 - 0.66

Table 2: Classification results on selected evaluation mea-
sures

Precision | Recall | F1-Score | Accuracy | Support
Phase 1 GCN 50-20 0.51 0.50 0.46 0.59 17
Phase 2 GCN 100-50 0.51 0.47 0.42 0.65 8
[ Phase 3GCN 150-150 [ 086 [ 079 [ 08 [ 08 [ 17 |

Table 3: GCN-based model prediction results on selected
evaluation measures on different GCN hidden layer neurons
settings.

Once we assign the weights to the attributes, we add all
of them in the corresponding rows to get a single value, which
serves as class labels for predicting the hazardous region.
We then divide the data into different buckets to group the
records and classify them from highly unsafe or hazardous to
safe or non-hazardous. We also used context-based filtration
to automatically label the data based on some sample data,
that is, choose 10% of the data and label it based on its
buckets. We use this algorithm to make the data labeling
process efficient.

Existing approaches predominantly rely on reported
cases representing physical world data. However, we propose
that a more effective prediction model should incorporate
additional factors such as mobility patterns and population
density due to the disease’s contagious nature. Integrating
these relevant data points with the reported cases would pro-
vide a more comprehensive understanding and lead to more
accurate predictions of hazardous areas.
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Fig. 8: ROC and Confusion Matrices.

To validate our hypothesis, we performed proof-of-
concept experiments. In particular, we observed a significant
increase in accuracy when considering both mobility and re-
ported cases (64%) compared to using all available param-
eters (76%). Furthermore, we identified a specific scenario
to demonstrate the effectiveness of integrated data. On 20th
January 2020, four cases were reported in Incheon, South
Korea. Within three days, six and two cases were reported
in neighboring regions Gyeonggi-do and Gangwon-do re-
spectively. Mobility data analysis revealed 448 movements
from Incheon to Gyeonggi-do between January 20th and
24th, 2020. This finding illustrates the natural phenomenon
of disease transmission through even limited movement be-
tween regions.

4.3 Classification Models Details

Once the data set is prepared, we apply classical machine
learning models, i.e., K-Nearest Neighbors (KNN), Support
Vector Machine (SVM), Gradiant-Boosted Decision Trees
(GBDT), Decision Tree, and Naive Bayes (NB). State-of-
the-art research [1] in this domain also applies the same
classification models, but only the data of real-world facts.
Therefore, we understand that our data set is better than the
one used in [1] because we include more versatile informa-
tion to predict hot spots. We present the results obtained in
our dataset in Table 2 and observe quite encouraging perfor-
mance.

4.4 GCN Configuration and Model Predictions

In our initial experiments, we used a GCN model consisting
of an input layer, two hidden layers, and an output layer. The
input layer takes a multiattributed directed weighted graph
as input. The hidden layers compute the required weights
based on the structural patterns of the input graph. As we
have to predict the hazardous areas, the prediction generated
at the output layer includes one of the three classes, i.e.,
hazardous, not hazardous, and moderate. In the first phase,
the first hidden layer of our network, we used 50 neurons
in the first hidden layer and 20 neurons in the second. In
the second phase, we increased the neurons to 100 and 50
in both layers. We increased the number of neurons and not
the number of layers to avoid overfitting, because the size
of our data set is 2772 records of 180 days only. Moreover,
after applying our proposed aggregation techniques to our
data set, the records were reduced to 80-90, so we did not
use a network that has many hidden layers.

We use “Cross-Entropy” as the loss function in our
network. It is one of the commonly used loss functions for
classification problems. Cross-entropy, also referred to as
logarithmic loss or log loss, is a widely used loss function in
machine learning to assess classification model performance.
It quantifies the dissimilarity between the actual probability
distribution and the model’s predicted probabilities. We
present the results obtained from GCN in Table 3. The
initial results produced by GCN do not show high accuracy.
We understand that the small size of the data is a reason
for these low values. During our data set preparation phase,
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we learned that the longitude and latitude values coming
from both types of data, i.e., cyber- and real-world facts, had
very less common points, and many values were at different
granularity levels of the same regions of South Korea.

We reconfigure our initial GCN architecture with two
additional fully connected layers to aim for higher accuracy.
It comprises of two convolutional layers, each with 200 neu-
rons, followed by two fully connected layers, each with 150
neurons. Adding more convolutional layers led to overfitting,
suggesting that this configuration is optimal for the current
data set. Initially, using only the convolutional layers, we
achieved 65% accuracy. However, after incorporating fully
connected layers and fine-tuning the model, we improved the
accuracy to 80%, as depicted through ROC in Figure 8.

4.5 Results Discussion

Table 2 illustrates a comparison among various classical
machine learning models. Notably, NB yields the lowest ac-
curacy, followed by DT and SVM. Conversely, GBDT, an en-
semble method of DT, outperforms the rest, with K-Nearest
Neighbors (KNN) as the second-best performer. GBDT’s su-
periority over its base DT technique stems from aggregating
results from individual DTs to calculate the outcome. GBDT
is particularly well-suited for binary classification tasks like
ours, where the goal is to predict a location as hazardous
or not. Furthermore, while a single DT may exhibit lower
bias, it tends to have higher variance. Ensemble methods
like GBDT address this issue by effectively reducing vari-
ance. Both algorithms demonstrate comparable accuracy in
comparing GBDT and KNN, with GBDT slightly edging out
KNN. This can be attributed to several factors. GBDT is a
sequential algorithm that builds new trees to correct errors
from previous trees, allowing it to capture complex data rela-
tionships more effectively. KNN, being an instance-based al-
gorithm, may overlook the global data structure and struggle
with intricate decision boundaries. Additionally, GBDT of-
ten performs well with high-dimensional data, while KNN’s
performance can be sensitive to the choice of the parameter
K.

Besides the classical ML algorithms, we also observed
competitive performance from Graph Convolutional Net-
works (GCN), as illustrated in Figure 8 and Table 3. While
not consistently superior, GCN achieved results comparable
to or surpassing Gradient Boosting Decision Trees (GBDT)
and K-Nearest Neighbors (KNN). Adding fully connected
layers to the convolutional layers enhances GCN'’s perfor-
mance. These fully connected layers aggregate and trans-
form features captured by the convolutional layers, enabling
the model to leverage the complete feature vector of each
node (representing a region in our dataset) from across the
entire graph. This allows the model to capture global de-
pendencies and relationships that are not limited to local
neighborhoods. In contrast, while effective at capturing lo-
cal neighborhood information, the convolutional layers may
struggle to integrate global information effectively, even with
an extended receptive field.
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In conclusion, our analysis reveals a noteworthy com-
parison between the performance of classical machine learn-
ing algorithms and Graph Convolutional Networks (GCN)
on our curated dataset. While GCN may not have outper-
formed all traditional ML algorithms, its application and the
release of our dataset pave the way for exciting new research
avenues in this field.

5. Conclusion and Future Work

In this paper, we present a novel data-driven approach to
establish a meaningful connection between cyber world data
sourced from popular social media platforms and real world
facts obtained from reputable institutions. Our methodol-
ogy involves modeling the data from these distinct domains
as a directed multi-attributed graph, allowing us to pinpoint
areas affected by various phenomena. Through experimen-
tation, we observed a robust correlation between the number
of individuals infected with COVID-19 and those traveling
between locations. Having meticulously curated this data set
through extensive efforts, we have made it publicly available
to facilitate further research by data scientists worldwide.
Encouraged by our initial findings, our future endeav-
ors include expanding the dataset to incorporate information
from additional social platforms, such as OpenStreetMap
(OSM) traces. Furthermore, we plan to explore various
graph modeling approaches, employing various combina-
tions of graph-convolutional network (GCN) architectures
to enhance the accuracy and effectiveness of our methodol-

ogy.
Availability of data and materials

We provide the following links to publicly available data sets
and processed data. The implementation source code will
be available on request to interested researchers.

¢« KCDC (Korea Centers for Disease Control
and Prevention) Dataset: https://www.kdca.go.
kr/index.es?sid=a3 https://www.kaggle.com/
kimjihoo/coronavirusdataset, 2020

¢ META’s Data for Good: https://dataforgood.
facebook.com/dfg/tools

¢ Coronavirus (COVID-19) tweets dataset: https://
dx.doi.org/10.21227/781w-ef42

¢ Processed dataset: https://github.com/WNawaz/
Covidl9HotspotPrediction
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